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UniprotKB Entry name |organism full name |oglcnacscore oglcnac el vlation PMIDS |sequence intracellular extracellular (cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
QI9UGQ3 GTR6_HUMAN Homo Solute 19.129548 NaN S23 34019948 MQEPLLGAEGPDYDTFPEKPPPSPG |None None None |None None None None None None
sapiens carrier DRARVGTLQNKRVFLATFAAVLGNF

family 2, SFGYALVYTSPVIPALERSLDPDLHL

facilitated TKSQASWFGSVFTLGAAAGGLSAMI

glucose LNDLLGRKLSIMFSAVPSAAGYALM

transporter AGAHGLWMLLLGRTLTGFAGGLTA

member 6 ACIPVYVSEIAPPGVRGALGATPQLM

AVFGSLSLYALGLLLPWRWLAVAGE
APVLIMILLLSFMPNSPRFLLSRGRD
EEALRALAWLRGTDVDVHWEFEQIQ
DNVRRQSSRVSWAEARAPHVCRPIT
VALLMRLLQQLTGITPILVYLQSIFDS
TAVLLPPKDDAAIVGAVRLLSVLIAAL
TMDLAGRKVLLFVSAAIMFAANLTL
GLYIHFGPRPLSPNSTAGLESESWG
DLAQPLAAPAGYLTLVPLLATMLFIM
GYAVGWGPITWLLMSEVLPLRARGV
ASGLCVLASWLTAFVLTKSFLPVVST
FGLQVPFFFFAAICLVSLVFTGCCVP
ETKGRSLEQIESFFRTGRRSFLR




