endopl

UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion . ic|golgi

ID name sites reticulum |apparatus

Q9UGV2  [NDRG3_HUMAN [Homo Protein |32.783569 T332 T322;T329;S331;T332;S334;S335;S [40914422;23301498;40596516;293 MDELQDVQLTEIKPLLNDKNGTRNF [False False 3.423 [3.228 [1.417 0.957 False
sapiens |NDRG3 338;S341;S352;T355;S361;S374 51928 QDFDCQEHDIETTHGVVHVTIRGLP

KGNRPVILTYHDIGLNHKSCFNAFF
NFEDMQEITQHFAVCHVDAPGQQE
GAPSFPTGYQYPTMDELAEMLPPVL
THLSLKSIIGIGVGAGAYILSRFALNH
PELVEGLVLINVDPCAKGWIDWAAS
KLSGLTTNVVDIILAHHFGQEELQA
NLDLIQTYRMHIAQDINQDNLQLFL
NSYNGRRDLEIERPILGQNDNKSKT
LKCSTLLVVGDNSPAVEAVVECNSR
LNPINTTLLKMADCGGLPQVVQPGK
LTEAFKYFLQGMGYIPSASMTRLAR
SRTHSTSSSLGSGESPFSRSVTSNQS

DGTQESCESPDVLDRHQTMEVSC




