UniprotKB

Entry name |organism

full name |oglcnacscore |oglcnac sites

. . . . . _|lendoplasm
D phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum
Q9UH99 |SUN2_HUMAN [Homo SUN 2.329983 S634;5637;T638;S641(S12;5S38;S54;T107;S110;S113;S116; [29351928;37217939;30379171;403 [MSRRSQRLTRYSQGDDDGSSSSGGS [True False 1.762 [5.0 1.515 1.913
sapiens |domain- S136 07207;33214551;40596516;386659 |SVAGSQSTLFKDSPLRTLKRKSSNM
containing 16;34846842;34725712;40914422;3 |[KRLSPAPQLGPSSDAHTSYYSESLVH
protein 2 5254053;35289036;30059200;3401 |[ESWFPPRSSLEELHGDANWGEDLR

9948;35138101;39531497

VRRRRGTGGSESSRASGLVGRKATE
DFLGSSSGYSSEDDYVGYSDVDQQS
SSSRLRSAVSRAGSLLWMVATSPGR
LFRLLYWWAGTTWYRLTTAASLLDV
FVLTRRFSSLKTFLWFLLPLLLLTCL
TYGAWYFYPYGLQTFHPALVSWWAA
KDSRRPDEGWEARDSSPHFQAEQR
VMSRVHSLERRLEALAAEFSSNWQ
KEAMRLERLELRQGAPGQGGGGGL
SHEDTLALLEGLVSRREAALKEDFR
RETAARIQEELSALRAEHQQDSEDL
FKKIVRASQESEARIQQLKSEWQSM
TQESFQESSVKELRRLEDQLAGLQQ
ELAALALKQSSVAEEVGLLPQQIQAV
RDDVESQFPAWISQFLARGGGGRVG
LLQREEMQAQLRELESKILTHVAEM
QGKSAREAAASLSLTLQKEGVIGVTE
EQVHHIVKQALQRYSEDRIGLADYAL
ESGGASVISTRCSETYETKTALLSLF
GIPLWYHSQSPRVILQPDVHPGNCW
IAFQGPQGFAVVRLSARIRPTAVTLEH
VPKALSPNSTISSAPKDFAIFGFDED
LQQEGTLLGKFTYDQDGEPIQTFHF
QAPTMATYQVVELRILTNWGHPEYT

CIYRFRVHGEPAH




