}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |,y yyy¢ sequence intracellular [extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma lext1
sites  [sites reticulum |apparatus [membrane regi
Q9UHB9 SRP68_HUMAN Homo Signal 19.017562 'T560 S48;S241 40307207;32870666;26853435;386 |MAAEKQVPGGGGGGGSGGGGGSGG [True True 4.759 [4.584 1.472 4.411 0.725 1.2 0.77
sapiens recognition 65916;34725712;40914422;340199 |GGSGGGRGAGGEENKENERPSAGS
[particle 48;35138101;28510447 KANKEFGDSLSLEILQIIKESQQQHG
subunit LRHGDFQRYRGYCSRRQRRLRKTLN
SRP68 FKMGNRHKFTGKKVTEELLTDNRY

LLLVLMDAERAWSYAMQLKQEANT
EPRKRFHLLSRLRKAVKHAEELERL
CESNRVDAKTKLEAQAYTAYLSGML
RFEHQEWKAAIEAFNKCKTIYEKLA
SAFTEEQAVLYNQRVEEISPNIRYCA
[YNIGDQSAINELMQMRLRSGGTEGL
LAEKLEALITQTRAKQAATMSEVEW
RGRTVPVKIDKVRIFLLGLADNEAAI
IVQAESEETKERLFESMLSECRDAIQ
IVVREELKPDQKQRDYILEGEPGKVS
NLQYLHSYLTYIKLSTAIKRNENMAK
GLQRALLQQQPEDDSKRSPRPQDLI
RLYDIILQNLVELLQLPGLEEDKAFQ
KEIGLKTLVFKAYRCFFIAQSYVLVKK
IWSEALVLYDRVLKYANEVNSDAGAF
KNSLKDLPDVQELITQVRSEKCSLQ
IAAAILDANDAHQTETSSSQVKDNKP
LVERFETFCLDPSLVTKQANLVHFP
PGFQPIPCKPLFFDLALNHVAFPPLE
DKLEQKTKSGLTGYIKGIFGFRS




