}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
QI9UHC9 |[NPCL1 HUMAN Homo NPC1-like [19.994096 NaN NaN 37217939 MAEAGLRGWLLWALLLRLAQSEPYT |False True 1.993 |2.049 [1.87 2.182 1.672 5.0 2.82
sapiens intracellular TIHQPGYCAFYDECGKNPELSGSLM
cholesterol TLSNVSCLSNTPARKITGDHLILLQKI
transporter CPRLYTGPNTQACCSAKQLVSLEAS

LSITKALLTRCPACSDNFVNLHCHN
TCSPNQSLFINVTRVAQLGAGQLPA
IVVAYEAFYQHSFAEQSYDSCSRVRV
PAAATLAVGTMCGVYGSALCNAQR
WLNFQGDTGNGLAPLDITFHLLEPG
QAVGSGIQPLNEGVARCNESQGDDV
IATCSCQDCAASCPAIARPQALDSTFY
LGQMPGSLVLIIILCSVFAVVTILLVG
FRVAPARDKSKMVDPKKGTSLSDKL
SFSTHTLLGQFFQGWGTWVASWPL
TILVLSVIPVVALAAGLVFTELTTDPV
ELWSAPNSQARSEKAFHDQHFGPF
FRTNQVILTAPNRSSYRYDSLLLGPK
NFSGILDLDLLLELLELQERLRHLQV
'WSPEAQRNISLQDICYAPLNPDNTS
LYDCCINSLLQYFQNNRTLLLLTAN
QTLMGQTSQVDWKDHFLYCANAPL
TFKDGTALALSCMADYGAPVFPFLAI
GGYKGKDYSEAEALIMTFSLNNYPA
GDPRLAQAKLWEEAFLEEMRAFQR
RMAGMFQVTFMAERSLEDEINRTT
IAEDLPIFATSYIVIFLYISLALGSYSSW
SRVMVDSKATLGLGGVAVVLGAVM
IAAMGFFSYLGIRSSLVILQVVPFLVL
SVGADNIFIFVLEYQRLPRRPGEPRE
IVHIGRALGRVAPSMLLCSLSEAICFF
LGALTPMPAVRTFALTSGLAVILDFL
LQMSAFVALLSLDSKRQEASRLDVC
CCVKPQELPPPGQGEGLLLGFFQKA
YAPFLLHWITRGVVLLLFLALFGVSL
YSMCHISVGLDQELALPKDSYLLDYF
LFLNRYFEVGAPVYFVTTLGYNFSSE
IAGMNAICSSAGCNNFSFTQKIQYAT
EFPEQSYLAIPASSWVDDFIDWLTPS
SCCRLYISGPNKDKFCPSTVNSLNCL
KNCMSITMGSVRPSVEQFHKYLPW
FLNDRPNIKCPKGGLAAYSTSVNLTS
DGQVLDTVAILSPRLEYSGTISAHCN
LYLLDSTSRFMAYHKPLKNSQDYTE
IALRAARELAANITADLRKVPGTDPAF
EVFPYTITNVFYEQYLTILPEGLFMLS
LCLVPTFAVSCLLLGLDLRSGLLNLL
SIVMILVDTVGFMALWGISYNAVSLI
NLVSAVGMSVEFVSHITRSFAISTKP
TWLERAKEATISMGSAVFAGVAMTN
LPGILVLGLAKAQLIQIFFFRLNLLIT
LLGLLHGLVFLPVILSYVGPDVNPAL
IALEQKRAEEAVAAVMVASCPNHPSR
IVSTADNIYVNHSFEGSIKGAGAISNF
LPNNGRQF




