UniprotKB Entry name |organism full name oglcnacscore O?ICnaC p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QIUHES5 |NAT8_HUMAN Homo N- 28.275761 NaN NaN 39894887 MAPCHIRKYQESDRQWVVGLLSRG |False True 1.386 [1.44 1.892 5.0 1.361 2.786 1.39

sapiens |acetyltransferase MAEHAPATFRQLLKLPRTLILLLGGP
LALLLVSGSWLLALVFSISLFPALWF
LAKKPWTEYVDMTLCTDMSDITKSY
LSERGSCFWVAESEEKVVGMVGALP
VDDPTLREKRLQLFHLFVDSEHRRQ
GIAKALVRTVLQFARDQGYSEVILDT
GTIQLSAMALYQSMGFKKTGQSFFC
VWARLVALHTVHFIYHLPSSKVGSL




