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thrombospondin
motifs 1

GRPSEEDEELVVPELERAPGHGTTR
LRLHAFDQQLDLELRPDSSFLAPGF
TLQNVGRKSGSETPLPETDLAHCFY
SGTVNGDPSSAAALSLCEGVRGAFY
LLGEAYFIQPLPAASERLATAAPGEK
PPAPLQFHLLRRNRQGDVGGTCGVV
DDEPRPTGKAETEDEDEGTEGEDEG
AQWSPQDPALQGVGQPTGTGSIRKK
RFVSSHRYVETMLVADQSMAEFHG
SGLKHYLLTLFSVAARLYKHPSIRNS
'VSLVVVKILVIHDEQKGPEVTSNAAL
TLRNFCNWQKQHNPPSDRDAEHYD
TAILFTRQDLCGSQTCDTLGMADVG
TVCDPSRSCSVIEDDGLQAAFTTAHE
LGHVFNMPHDDAKQCASLNGVNQ
DSHMMASMLSNLDHSQPWSPCSA
YMITSFLDNGHGECLMDKPQNPIQL
PGDLPGTSYDANRQCQFTFGEDSKH
CPDAASTCSTLWCTGTSGGVLVCQT
KHFPWADGTSCGEGKWCINGKCVN
KTDRKHFDTPFHGSWGMWGPWGD
CSRTCGGGVQYTMRECDNPVPKNG
GKYCEGKRVRYRSCNLEDCPDNNG
KTFREEQCEAHNEFSKASFGSGPAV
EWIPKYAGVSPKDRCKLICQAKGIGY
FFVLQPKVVDGTPCSPDSTSVCVQG
QCVKAGCDRIIDSKKKFDKCGVCGG
NGSTCKKISGSVTSAKPGYHDIITIPT
GATNIEVKQRNQRGSRNNGSFLAIK
AADGTYILNGDYTLSTLEQDIMYKGV
VLRYSGSSAALERIRSFSPLKEPLTIQ
VLTVGNALRPKIKYTYFVKKKKESFN
AIPTFSAWVIEEWGECSKSCELGWQ
RRLVECRDINGQPASECAKEVKPAS
TRPCADHPCPQWQLGEWSSCSKTC
GKGYKKRSLKCLSHDGGVLSHESCD
PLKKPKHFIDFCTMAECS

UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus mitochndrion em:}oplasmlc golgi u extr'acellular
ID sites sites reticulum apparatus membrane [region
QIUHI8 IATS1 HUMAN [Homo A disintegrin and [17.826004 NaN NaN 38665916 MQRAVPEGFGRRKLGSDMGNAERA |False False 3.186 (2.4 1.837 1.763 1.179 3.583 3.892

sapiens |metalloproteinase PGSRSFGPVPTLLLLAAALLAVSDAL




