UniprotkB Entry name organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
QY9UHQY9 |NB5R1_HUMAN Homo NADH- 19.224326 S$132;S137 [NaN 37217939;38665916;40596516;306 [MGIQTSPVLLASLGVGLVTLLGLAVG (True False 4.315 [1.486 [4.358 4.228 False 4.0
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