}Jl;l iprotKB Entry name  |organism full oglcnacscore joglcnac sites  |ProSphorylation iy yyyyg sequence intracellular [extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi plasma le»
name sites reticulum |apparatus [membrane re
Q9UHV5 RPGFL_HUMAN [Homo Rap 31.053121 S256;S369;S370 |NaN 39894887;29351928;38253038 MKPLEKFLKKQTSQLAGRTVAGGPG |False False 2.691 [2.208 0.844 False False 3.0 Fe
sapiens  |guanine GGLGSCGGPGGGGGPGGGGGPAGG
nucleotide QRSLQRRQSVSRLLLPAFLREPPAEP
exchange GLEPPVPEEGGEPAGVAEEPGSGGP
factor-like CWLQLEEVPGPGPLGGGGPLRSPSS
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YSSDELSPGEPLTSPPWAPLGAPERP
EHLLNRVLERLAGGATRDSAASDILL
DDIVLTHSLFLPTEKFLQELHQYFVR
AGGMEGPEGLGRKQACLAMLLHFL
DTYQGLLQEEEGAGHIIKDLYLLIMK
DESLYQGLREDTLRLHQLVETVELKI
PEENQPPSKQVKPLFRHFRRIDSCL
QTRVAFRGSDEIFCRVYMPDHSYVTI
RSRLSASVQDILGSVTEKLQYSEEPA
GREDSLILVAVSSSGEKVLLQPTEDC
IVFTALGINSHLFACTRDSYEALVPLP
EEIQVSPGDTEIHRVEPEDVANHLTA
FHWELFRCVHELEFVDYVFHGERG
RRETANLELLLQRCSEVTHWVATEV
LLCEAPGKRAQLLKKFIKIAALCKQN
QDLLSFYAVVMGLDNAAVSRLRLTW
EKLPGKFKNLFRKFENLTDPCRNHK
SYREVISKMKPPVIPFVPLILKDLTFL
HEGSKTLVDGLVNIEKLHSVAEKVR
TIRKYRSRPLCLDMEASPNHLQTKA
YVRQFQVIDNQNLLFELSYKLEANS
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