UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr_acellul:

ID name sites sites reticulum |apparatus membrane region

QIUI26 IPO11_HUMAN [Homo Importin-(33.037543 NaN S343 34725712;40914422;23301498 MDLNSASTVVLQVLTQATSQDTAVL [True False 4.56 4.393 [1.86 0.988 0.561 1.103 2.005
sapiens 11 KPAEEQLKQWETQPGFYSVLLNIFT

NHTLDINVRWLAVLYFKHGIDRYWR
RVAPHALSEEEKTTLRAGLITNFNEP
INQIATQIAVLIAKVARLDCPRQWPE
LIPTLIESVKVQDDLRQHRALLTFYH
VTKTLASKRLAADRKLFYDLASGIYN
FACSLWNHHTDTFLQEVSSGNEAAI
LSSLERTLLSLKVLRKLTVNGFVEPH
KNMEVMGFLHGIFERLKQFLECSRS
IGTDNVCRDRLEKTIILFTKVLLDFLD
QHPFSFTPLIQRSLEFSVSYVFTEVG
EGVTFERFIVQCMNLIKMIVKNYAYK
PSKNFEDSSPETLEAHKIKMAFFTYP
TLTEICRRLVSHYFLLTEEELTMWEE
DPEGFTVEETGGDSWKYSLRPCTEV
LFIDIFHEYNQTLTPVLLEMMQTLQ
GPTNVEDMNALLIKDAVYNAVGLAA
YELFDSVDFDQWFKNQLLPELQVIH
NRYKPLRRRVIWLIGQWISVKFKSDL
RPMLYEAICNLLQDQDLVVRIETATT
LKLTVDDFEFRTDQFLPYLETMFTLL
FQLLQQVTECDTKMHVLHVLSCVIE
RVNMQIRPYVGCLVQYLPLLWKQSE
EHNMLRCAILTTLIHLVQGLGADSK
NLYPFLLPVIQLSTDVSQPPHVYLLE
DGLELWLVTLENSPCITPELLRIFQN
MSPLLELSSENLRTCFKIINGYIFLSS
TEFLQTYAVGLCQSFCELLKEITTEG
QVQVLKVVENALKVNPILGPQMFQP
ILPYVFKGIIEGERYPVVMSTYLGVM
GRVLLQNTSFFSSLLNEMAHKFNQ
EMDQLLGNMIEMWVDRMDNITQP
ERRKLSALALLSLLPSDNSVIQDKFC
GIINISVEGLHDVMTEDPETGTYKDC
MLMSHLEEPKVTEDEEPPTEQDKR
KKMLALKDPVHTVSLQQFIYEKLKA
QQEMLGEQGFQSLMETVDTEIVTQL
QEFLQGF




