UniprotKB Entry name organism (full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QIUI46 DNAI1 HUMAN Homo Dynein 24.627021 NaN S131;S134 37217939;39894887 MIPASAKAPHKQPHKQSISIGRGTRK |False False 3.453 |3.782  |False False False False 2.0
sapiens axonemal RDEDSGTEVGEGTDEWAQSKATVRP
intermediate PDQLELTDAELKEEFTRILTANNPHA
chain 1 PQNIVRYSFKEGTYKPIGFVNQLAVH

YTQVGNLIPKDSDEGRRQHYRDELV
IAGSQESVKVISETGNLEEDEEPKELE
TEPGSQTDVPAAGAAEKVTEEELMT
PKQPKERKLTNQFNFSERASQTYNN
PVRDRECQTEPPPRTNFSATANQWE
IYDAYVEELEKQEKTKEKEKAKTPVA
KKSGKMAMRKLTSMESQTDDLIKLS
QAAKIMERMVNQNTYDDIAQDFKYY
DDAADEYRDQVGTLLPLWKFQNDK
IAKRLSVTALCWNPKYRDLFAVGYGS
YDFMKQSRGMLLLYSLKNPSFPEY
MFSSNSGVMCLDIHVDHPYLVAVG
HYDGNVAIYNLKKPHSQPSFCSSAK
SGKHSDPVWQVKWQKDDMDQNLN
FFSVSSDGRIVSWTLVKRKLVHIDVI
KLKVEGSTTEVPEGLQLHPVGCGTA
FDFHKEIDYMFLVGTEEGKIYKCSKS
YSSQFLDTYDAHNMSVDTVSWNPY
HTKVFMSCSSDWTVKIWDHTIKTP
MFIYDLNSAVGDVAWAPYSSTVFAA
IVTTDGKAHIFDLAINKYEAICNQPVA
IAKKNRLTHVQFNLIHPIIIVGDDRGH
IISLKLSPNLRKMPKEKKGQEVQKGP
IAVEIAKLDKLLNLVREVKIKT




