
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q9UIU6 SIX4_HUMAN Homo
sapiens

Homeobox
protein
SIX4

19.00961 S426;S427;S430;T432;T433;S435;S
437;S439;S443;S547;S551;S640;S6
44;S649

S640 40136647;30379171;35132862;306
20550;37340703;23301498;395342
44;38665916;35138101;32574038;3
4019948;39531497;30059200;4135
0704;35254053;33214551;3149283
8;39302247

MSSSSPTGQIASAADIKQENGMESA
SEGQEAHREVAGGAAVGLSPPAPAP
FPLEPGDAATAAARVSGEEGAVAAA
AAGAAADQVQLHSELLGRHHHAAA
AAAQTPLAFSPDHVACVCEALQQGG
NLDRLARFLWSLPQSDLLRGNESLL
KARALVAFHQGIYPELYSILESHSFE
SANHPLLQQLWYKARYTEAERARGR
PLGAVDKYRLRRKFPLPRTIWDGEET
VYCFKEKSRNALKELYKQNRYPSPA
EKRHLAKITGLSLTQVSNWFKNRRQ
RDRNPSETQSKSESDGNPSTEDESS
KGHEDLSPHPLSSSSDGITNLSLSSH
MEPVYMQQIGNAKISLSSSGVLLNG
SLVPASTSPVFLNGNSFIQGPSGVIL
NGLNVGNTQAVALNPPKMSSNIVS
NGISMTDILGSTSQDVKEFKVLQSSA
NSATTTSYSPSVPVSFPGLIPSTEVKR
EGIQTVASQDGGSVVTFTTPVQINQY
GIVQIPNSGANSQFLNGSIGFSPLQL
PPVSVAASQGNISVSSSTSDGSTFTS
ESTTVQQGKVFLSSLAPSAVVYTVPN
TGQTIGSVKQEGLERSLVFSQLMPV
NQNAQVNANLSSENISGSGLHPLAS
SLVNVSPTHNFSLSPSTLLNPTELN
RDIADSQPMSAPVASKSTVTSVSNT
NYATLQNCSLITGQDLLSVPMTQAA
LGEIVPTAEDQVGHPSPAVHQDFVQ
EHRLVLQSVANMKENFLSNSESKA
TSSLMMLDSKSKYVLDGMVDTVCE
DLETDKKELAKLQTVQLDEDMQDL

True False 2.278 4.845 1.361 0.975 False


