UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:acelh
ID sites  |sites reticulum |apparatus membrane region
QIUJ14 GGT7_HUMAN [Homo Glutathione [18.26868 S590 S$17;S72;S79;S83 |34725712;35289036;38665916 MAAENEASQESALGAYSPVDYMSIT |False True 1.624 [1.028 |1.266 1.113 0.611 5.0 1.543

sapiens

hydrolase 7

SFPRLPEDEPAPAAPLRGRKDEDAFL
GDPDTDPDSFLKSARLQRLPSSSSE
MGSQDGSPLRETRKDPFSAAAAECS
CRQDGLTVIVTACLTFATGVTVALVM
QIYFGDPQIFQQGAVVTDAARCTSLG
IEVLSKQGSSVDAAVAAALCLGIVAP
HSSGLGGGGVMLVHDIRRNESHLID
FRESAPGALREETLQRSWETKPGLL
IVGVPGMVKGLHEAHQLYGRLPWSQ
IVLAFAAAVAQDGFNVTHDLARALAE
QLPPNMSERFRETFLPSGRPPLPGS
LLHRPDLAEVLDVLGTSGPAAFYAG
GNLTLEMVAEAQHAGGVITEEDFSN
YSALVEKPVCGVYRGHLVLSPPPPHT
GPALISALNILEGFNLTSLVSREQAL
HWVAETLKIALALASRLGDPVYDSTI
TESMDDMLSKVEAAYLRGHINDSQ
IAAPAPLLPVYELDGAPTAAQVLIMGP
DDFIVAMVSSLNQPFGSGLITPSGIL
LNSQMLDFSWPNRTANHSAPSLEN
SVQPGKRPLSFLLPTVVRPAEGLCGT
YLALGANGAARGLSGLTQVLLNVLT
LNRNLSDSLARGRLHPDLQSNLLQV
DSEFTEEEIEFLEARGHHVEKVDVL
SWVHGSRRTNNFIIAVKDPRSPDAA
GATIL




