UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi
ID name sites reticulum apparatus
QIUJC3 HOOK1_HUMAN [Homo Protein (24.050903 S719;T725;T726;S727|S235;T699;S719;S727(29351928;39531497;30379171;306 [MEETQPPPQPKLPLCDSLMIWLQTF [False False 2.643 |2.61 1.349 1.062 1.59
sapiens  [Hook 20550;35254053;35138101 NTASPCQDVKQLTSGVAMAQVLHQI
homolog DAAWFNESWLSRIKEDVGDNWRIK

1

ASNVKKVLQGIMSYYHEFLGQQISE
ALIPDLNQITECSDPVELGRLLQLILG
CAINCEKKQEHIQNIMTLEESVQHV
'VMTAIQELMSKEILSSPPNDAVGELE
QQLKRALEELQEALAEKEELRQRCE
ELDMQVTTLQDEKNSLVSENEMMN
EXKLDQLDGSFDDPNTVVAKKYFHAQ
LQLEQLQEENFRLEAAKDDYRVHCE
ELEKQLIEFQHRNDELTSLAEETRAL
KDEIDVLRATSDKANKLESTVEIYRQ
KLQDLNDLRKQVKTLQETNMMYM
HNTVSLEEELKKANAARTQLETYKR
QVQDLHVKLSSESKRADTLAFEMKR
LEEKHEALLKEKERLIEQRDTLKETN
EELRCSQVQQDHLNQTDASATKSYE
NLAAEIMPVEYREVFIRLQHENKML
RLQQEGSENERIEELQEQLEQKHRK
MNELETEQRLSKERIRELQQQIEDL
QKSLQEQGSKSEGESSSKLKQKLEA
HMEKLTEVHEELQKKQELIEDLQPD
INQNVQKINELEAALQKKDEDMKA
MEERYKMYLEKARNVIKTLDPKLNP
ASAEIMLLRKQLAEKERRIEILESEC
KVAKFRDYEEKLIVSAWYNKSLAFQ
KLGMESRLVSGGGACSDTGACTPAR
SFLAQQRHITNTRRNLSVKVPATTS
D




