UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular jextracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl."acellular
ID name sites reticulum apparatus membrane [region
QIUJX6 IANC2_HUMAN |Homo /Anaphase- |34.455997 NaN S218;S314;S470;S534;S697;T810 (40914422 MAAAVVVAEGDSDSRPGQELLVAW [True False 4.414 |5.0 1.296 0.842 False 0.971 0.773
sapiens promoting NTVSTGLVPPAALGLVSSRTSGAVPP
complex KEEELRAAVEVLRGHGLHSVLEEWF
subunit 2 IVEVLQNDLQANISPEFWNAISQCEN

SADEPQCLLLLLDAFGLLESRLDPYL
RSLELLEKWTRLGLLMGTGAQGLRE
EVHTMLRGVLFFSTPRTFQEMIQRL
[YGCFLRVYMQSKRKGEGGTDPELEG
ELDSRYARRRYYRLLQSPLCAGCSSD
KQQCWCRQALEQFHQLSQVLHRLS
LLERVSAEAVTTTLHQVTRERMEDR
CRGEYERSFLREFHKWIERVVGWLG
KVFLQDGPARPASPEAGNTLRRWRC
HVQRFFYRIYASLRIEELFSIVRDFPD
SRPAIEDLKYCLERTDQRQQLLVSLK
IAALETRLLHPGVNTCDIITLYISAIKA
LRVLDPSMVILEVACEPIRRYLRTRE
DTVRQIVAGLTGDSDGTGDLAVELS
KTDPASLETGQDSEDDSGEPEDWVP
DPVDADPGKSSSKRRSSDIISLLVSIY
GSKDLFINEYRSLLADRLLHQFSFSP
EREIRNVELLKLRFGEAPMHFCEVM
LKDMADSRRINANIREEDEKRPAEE
QPPFGVYAVILSSEFWPPFKDEKLEV
PEDIRAALEAYCKKYEQLKAMRTLS
WKHTLGLVTMDVELADRTLSVAVTP
VQAVILLYFQDQASWTLEELSKAVK
MPVALLRRRMSVWLQQGVLREEPP
GTFSVIEEERPQDRDNMVLIDSDDE
SDSGMASQADQKEEELLLFWTYIQA
MLTNLESLSLDRIYNMLRMFVVTGP
IALAEIDLQELQGYLQKKVRDQQLVY
SAGVYRLPKNCS




