UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion end}oplasmw golgi plasma extl.*acellular
ID sites sites reticulum apparatus membrane [region
QIUJY5 GGA1_HUMAN [Homo IADP- 30.025697 NaN S185;S355;5418 |39894887;23301498 MEPAMEPETLEARINRATNPLNKEL [True False 3.164 [4.521 False False 4.0 False False

sapiens  [ribosylation DWASINGFCEQLNEDFEGPPLATRL

factor-
binding
protein
GGA1

LAHKIQSPQEWEAIQALTVLETCMK
SCGKRFHDEVGKFRFLNELIKVVSP
KYLGSRTSEKVKNKILELLYSWTVGL
PEEVKIAEAYQMLKKQGIVKSDPKLP
DDTTFPLPPPRPKNVIFEDEEKSKML
IARLLKSSHPEDLRAANKLIKEMVQE
DQKRMEKISKRVNAIEEVNNNVKLL
TEMVMSHSQGGAAAGSSEDLMKEL
IYQRCERMRPTLFRLASDTEDNDEAL
IAEILQANDNLTQVINLYKQLVRGEE
IVNGDATAGSIPGSTSALLDLSGLDLP
PAGTTYPAMPTRPGEQASPEQPSAS
IVSLLDDELMSLGLSDPTPPSGPSLD
GTGWNSFQSSDATEPPAPALAQAPS
MESRPPAQTSLPASSGLDDLDLLGK
TLLQQSLPPESQQVRWEKQQPTPRL
TLRDLQNKSSSCSSPSSSATSLLHTV
SPEPPRPPQQPVPTELSLASITVPLES
IKPSNILPVTVYDQHGFRILFHFARD
PLPGRSDVLVVVVSMLSTAPQPIRNI
IVFQSAVPKVMKVKLQPPSGTELPAF
INPIVHPSAITQVLLLANPQKEKVRLR
YKLTFTMGDQTYNEMGDVDQFPPP
ETWGSL




