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Q9UK61 TASOR_HUMAN Homo
sapiens

Protein
TASOR

29.461447 T207;S1124;S1334 S344;S633;S636;S673;S800;S843;S
927;S971;S979;T982;T1049;S1103;
S1552

20068230;30059200;32119511;314
92838;32574038;29351928;292370
92;34019948;30620550

MATAVETEACQPTDASWESGGGGD
DEMKQALPELESSQQNGGGGGLNI
AEPSGGAGREENAGAEAAQSLSHEQ
PQDSSEAGAAALPRGPEEPERPVRR
SFQIPRKSREKKALFQPLTPGSREFE
DVVNILHSSYLEPTSVTNFNYRRACL
VHNELLEKEFTEKRRELKFDGRLDK
ELSESYAFLMVDRYQVQTICEKGLH
VGQSKITILGSPSMGVYLSRYADLLQ
ANPLDTGAMGDVVIFKIMKGKIKSIY
DPMGVKSLESMLNKSALDPTPKHE
CHVSKNANRITSLLAYRAYELTQYYF
YEYGFDELRRRPRHVCPYAVVSFTYK
DDIQTPKFVPSSRSNSFNTDRNIDKY
NYTLWKGQLLNKGKLLCYISLRSAT
RAFLPIKLPEKLDVETVMSIDHLKQK
IPPALFYKETYLGPNEVLKNGMYCSL
YEVVEKTRIGSNMESLLQKLDREKL
VLVKPLGDRGYLFLLSPYQMVPPYEY
QTAKSRVLHALFLFQEPRSIVTSQKG
STNAAPQERHESMPDVLKIAQFLQF
SLIQCRKEFKNISAINFHSVVEKYVS
EFFKRGFGSGKREFIMFPYDSRLDD
KKFLYSAPRNKSHIDTCLHAYIFRPE
VYQLPICKLKELFEENRKLQQFSPLS
DYEGQEEEMNGTKMKFGKRNNSR
GEAIISGKQRSSHSLDYDKDRVKELI
NLIQCRKKSVGGDSDTEDMRSKTVL
KRKLEDLPENMRKLAKTSNLSENC
HLYEESPQPIGSLGHDADLRRQQQD
TCNSGIADIHRLFNWLSETLANARH
SDASLTDTVNKALGLSTDDAYEELR
QKHEYELNSTPDKKDYEQPTCAKVE
NAQFKGTQSLLLEVDATSKYSVAIST
SEVGTDHKLHLKEDPNLISVNNFED
CSLCPSVPIEHGFRRQQSKSNNVEE
TEIHWKLIPITGGNARSPEDQLGKH
GEKQTPGMKSPEEQLVCVPPQEAFP
NDPRVINRQRSSDYQFPSSPFTDTLK
GTTEDDVLTGQVEEQCVPAAEAEPP
AVSETTERTVLGEYNLFSRKIEEILK
QKNVSYVSTVSTPIFSTQEKMKRLSE
FIYSKTSKAGVQEFVDGLHEKLNTIII
KASAKGGNLPPVSPNDSGAKIASNP
LERHVIPVSSSDFNNKHLLEPLCSD
PLKDTNSDEQHSTSALTEVEMNQP
QHATELMVTSDHIVPGDMAREPVEE
TTKSPSDVNISAQPALSNFISQLEPE
VFNSLVKIMKDVQKNTVKFYIHEEE
ESVLCKEIKEYLIKLGNTECHPEQFL
ERRSKLDKLLIIIQNEDIAGFIHKIPG
LVTLKKLPCVSFAGVDSLDDVKNHT
YNELFVSGGFIVSDESILNPEVVTVE
NLKNFLTFLEELSTPEGKWQWKVH
CKFQKKLKELGRLNAKALSLLTLLN
VYQKKHLVEILSYHNCDSQTRNAPE



LDCLIRLQAQNIQQRHIVFLTEKNIK
MLSSYTDNGIVVATAEDFMQNFKNL
VGYHNSITEENLPQLGANENLESQS
ALLENDEKDEEDMSLDSGDEISHIE
VCSNFHSEIWEKETKGSRGTDQKK
NTQIELQSSPDVQNSLLEDKTYLDSE
ERTSIDIVCSEGENSNSTEQDSYSNF
QVYHSQLNMSHQFSHFNVLTHQTF
LGTPYALSSSQSQENENYFLSAYTES
LDRDKSPPPLSWGKSDSSRPYSQEK


