}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_am
name sites sites reticulum |apparatus membrane region
Q9UKD2 |[MRT4_HUMAN Homo mRNA [26.960415 NaN S225;5229;S233 (34229054;37217939;33214551;221 [MPKSKRDKKVSLTKTAKKGLELKQN (True False 1.503 [4.58 1.212 0.817 False 0.612 0.723
sapiens [turnover 21020;40914422;34019948;351381 |LIEELRKCVDTYKYLFIFSVANMRNS
protein 01;28510447 KLKDIRNAWKHSRMFFGKNKVMM
4 IVALGRSPSDEYKDNLHQVSKRLRGE
homolog IVGLLFTNRTKEEVNEWFTKYTEMDY

IARAGNKAAFTVSLDPGPLEQFPHSM
EPQLRQLGLPTALKRGVVTLLSDYEV
CKEGDVLTPEQARVLKLFGYEMAEF
KVTIKYMWDSQSGRFQQMGDDLPE
SASESTEESDSEDDD




