UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [ membrane [region
QIUKF7 PITC1_HUMAN |Homo Cytoplasmic 19.994096 NaN S119;S270;S274;T278|37217939 |MLLKEYRICMPLTVDEYKIGQLYMIS |True False 4.754 [4.652 [1.102 1.428 1.663 1.304 1.237

sapiens  [phosphatidylinositol KHSHEQSDRGEGVEVVQNEPFEDP

transfer protein 1
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