UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma

ID sites sites reticulum apparatus | membrar

Q9UKK9  [NUDT5_HUMAN |Homo IADP-sugar 21.737747 NaN S3;S10;T45;T74 (34725712;35008409;33214551;285 [MESQEPTESSQNGKQYIISEELISEG [None None None [None [None None None None
sapiens  |pyrophosphatase 10447 KWVKLEKTTYMDPTGKTRTWESVK

RTTRKEQTADGVAVIPVLQRTLHYEC
IVLVKQFRPPMGGYCIEFPAGLIDDG
ETPEAAALRELEEETGYKGDIAECSP
AVCMDPGLSNCTIHIVIVTINGDDAE
NARPKPKPGDGEFVEVISLPKNDLL
QRLDALVAEEHLTVDARVYSYALAL
KHANAKPFEVPFLKF




