UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum |apparatus membrane region
Q9UKQ2 |ADA28_HUMAN [Homo Disintegrin and  19.994096 NaN NaN 37217939 [MLQGLLPVSLLLSVAVSAIKELPGVK |True True 1.257 [1.748 |4.254 1.499 1.161 5.0 5.0

sapiens

metalloproteinase
domain-
containing
[protein 28

KYEVVYPIRLHPLHKREAKEPEQQE
QFETELKYKMTINGKIAVLYLKKNK
NLLAPGYTETYYNSTGKEITTSPQIM
DDCYYQGHILNEKVSDASISTCRGLR
GYFSQGDQRYFIEPLSPIHRDGQEH
ALFKYNPDEKNYDSTCGMDGVLWA
HDLQQNIALPATKLVKLKDRKVQEH
EKYIEYYLVLDNGEFKRYNENQDEIR
KRVFEMANYVNMLYKKLNTHVALV
GMEIWTDKDKIKITPNASFTLENFSK
'WRGSVLSRRKRHDIAQLITATELAGT
TVGLAFMSTMCSPYSVGVVQDHSD
NLLRVAGTMAHEMGHNFGMFHDD
'YSCKCPSTICVMDKALSFYIPTDFSS
CSRLSYDKFFEDKLSNCLFNAPLPT
DIISTPICGNQLVEMGEDCDCGTSEE
CTNICCDAKTCKIKATFQCALGECCE
KCQFKKAGMVCRPAKDECDLPEMC
NGKSGNCPDDRFQVNGFPCHHGKG
HCLMGTCPTLQEQCTELWGPGTEV
ADKSCYNRNEGGSKYGYCRRVDDTL
IPCKANDTMCGKLFCQGGSDNLPW
KGRIVTFLTCKTFDPEDTSQEIGMVA
NGTKCGDNKVCINAECVDIEKAYKS
TNCSSKCKGHAVCDHELQCQCEEG
'WIPPDCDDSSVVFHFSIVVGVLFPM
IAVIFVVVAMVIRHQSSREKQKKDQR
PLSTTGTRPHKQKRKPQMVKAVQPQ
EMSQMKPHVYDLPVEGNEPPASFH
KDTNALPPTVFKDNPVSTPKDSNPK
A




