
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q9UKV8 AGO2_HUMAN Homo
sapiens

Protein
argonaute-
2

13.779855 NaN S387;S824;S828;S831;S834 30379171;33214551;30397120;340
19948;29485866;28510447

MYSGAGPALAPPAPPPPIQGYAFKPP
PRPDFGTSGRTIKLQANFFEMDIPKI
DIYHYELDIKPEKCPRRVNREIVEHM
VQHFKTQIFGDRKPVFDGRKNLYTA
MPLPIGRDKVELEVTLPGEGKDRIFK
VSIKWVSCVSLQALHDALSGRLPSVP
FETIQALDVVMRHLPSMRYTPVGRS
FFTASEGCSNPLGGGREVWFGFHQ
SVRPSLWKMMLNIDVSATAFYKAQP
VIEFVCEVLDFKSIEEQQKPLTDSQR
VKFTKEIKGLKVEITHCGQMKRKYR
VCNVTRRPASHQTFPLQQESGQTVE
CTVAQYFKDRHKLVLRYPHLPCLQV
GQEQKHTYLPLEVCNIVAGQRCIKKL
TDNQTSTMIRATARSAPDRQEEISKL
MRSASFNTDPYVREFGIMVKDEMT
DVTGRVLQPPSILYGGRNKAIATPVQ
GVWDMRNKQFHTGIEIKVWAIACFA
PQRQCTEVHLKSFTEQLRKISRDAG
MPIQGQPCFCKYAQGADSVEPMFR
HLKNTYAGLQLVVVILPGKTPVYAEV
KRVGDTVLGMATQCVQMKNVQRTT
PQTLSNLCLKINVKLGGVNNILLPQG
RPPVFQQPVIFLGADVTHPPAGDGK
KPSIAAVVGSMDAHPNRYCATVRVQ
QHRQEIIQDLAAMVRELLIQFYKSTR
FKPTRIIFYRDGVSEGQFQQVLHHEL
LAIREACIKLEKDYQPGITFIVVQKRH
HTRLFCTDKNERVGKSGNIPAGTTV
DTKITHPTEFDFYLCSHAGIQGTSRP
SHYHVLWDDNRFSSDELQILTYQLC
HTYVRCTRSVSIPAPAYYAHLVAFRA
RYHLVDKEHDSAEGSHTSGQSNGR
DHQALAKAVQVHQDTLRTMYFA

True True 4.515 4.79 2.5 2.205 1.8 2.479


