UniprotKB Entry name organism full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma em:
ID sites sites reticulum |apparatus membrane regi
Q9ULAO DNPEP_HUMAN Homo IAspartyl 26.263321 NaN T213 34725712;40914422;38665916 MSGHSPTRGAMQVAMNGKARKEA ([True False 4.659 [4.691 [1.264 0.998 0.588 1.046 4.25

sapiens

aminopeptidase

IVQTAAKELLKFVNRSPSPFHAVAEC
RNRLLQAGFSELKETEKWNIKPESK
YEMTRNSSTIIAFAVGGQYVPGNGFS
LIGAHTDSPCLRVKRRSRRSQVGFQ
QVGVETYGGGIWSTWFDRDLTLAGR
IVIVKCPTSGRLEQQLVHVERPILRIP
HLAIHLQRNINENFGPNTEMHLVPI
LATAIQEELEKGTPEPGPLNAVDERH
HSVLMSLLCAHLGLSPKDIVEMELC
LADTQPAVLGGAYDEFIFAPRLDNL
HSCFCALQALIDSCAGPGSLATEPHV
RMVTLYDNEEVGSESAQGAQSLLTE
LVLRRISASCQHPTAFEEAIPKSFMIS
IADMAHAVHPNYLDKHEENHRPLFH
KGPVIKVNSKQRYASNAVSEALIREV
IANKVKVPLQDLMVRNDTPCGTTIGP
ILASRLGLRVLDLGSPQLAMHSIRE
MACTTGVLQTLTLFKGFFELFPSLS
HNLLVD




