
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9ULE6 PALD_HUMAN Homo
sapiens

Paladin 21.366884 NaN S86 28510447 MGTTASTAQQTVSAGTPFEGLQGSG
TMDSRHSVSIHSFQSTSLHNSKAKS
IIPNKVAPVVITYNCKEEFQIHDELLK
AHYTLGRLSDNTPEHYLVQGRYFLV
RDVTEKMDVLGTVGSCGAPNFRQV
QGGLTVFGMGQPSLSGFRRVLQKLQ
KDGHRECVIFCVREEPVLFLRADED
FVSYTPRDKQNLHENLQGLGPGVRV
ESLELAIRKEIHDFAQLSENTYHVYH
NTEDLWGEPHAVAIHGEDDLHVTE
EVYKRPLFLQPTYRYHRLPLPEQGSP
LEAQLDAFVSVLRETPSLLQLRDAH
GPPPALVFSCQMGVGRTNLGMVLG
TLILLHRSGTTSQPEAAPTQAKPLPM
EQFQVIQSFLRMVPQGRRMVEEVD
RAITACAELHDLKEVVLENQKKLEGI
RPESPAQGSGSRHSVWQRALWSLE
RYFYLILFNYYLHEQYPLAFALSFSR
WLCAHPELYRLPVTLSSAGPVAPRD
LIARGSLREDDLVSPDALSTVREMD
VANFRRVPRMPIYGTAQPSAKALGSI
LAYLTDAKRRLRKVVWVSLREEAVL
ECDGHTYSLRWPGPPVAPDQLETLE
AQLKAHLSEPPPGKEGPLTYRFQTCL
TMQEVFSQHRRACPGLTYHRIPMPD
FCAPREEDFDQLLEALRAALSKDPG
TGFVFSCLSGQGRTTTAMVVAVLAF
WHIQGFPEVGEEELVSVPDAKFTKG
EFQVVMKVVQLLPDGHRVKKEVDA
ALDTVSETMTPMHYHLREIIICTYRQ
AKAAKEAQEMRRLQLRSLQYLERYV
CLILFNAYLHLEKADSWQRPFSTWM
QEVASKAGIYEILNELGFPELESGED
QPFSRLRYRWQEQSCSLEPSAPEDL
L

True False 5.0 2.32 1.154 0.801 0.626 1.298 1.314


