g;nprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence lintracellular |extracellular cytosol nucleus [mitochndrion | . | ic|golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
QIULG1 INO80 HUMAN [Homo Chromatin- [20.148807 S1043;S1250(S1512 30379171;38253038 MASELGARDDGGCTELAKPLYLQYL |None None None |None None None None None None
sapiens |remodeling ERALRLDHFLRQTSAIFNRNISSDDS
ATPase EDGLDDSNPLLPQSGDPLIQVKEEP
INO80 PNSLLGETSGAGSSGMLNTYSLNGV

LQSESKCDKGNLYNFSKLKKSRKWL
KSILLSDESSEADSQSEDDDEEELNL
SREELHNMLRLHKYKKLHQNKYSK
DKELQQYQYYSAGLLSTYDPFYEQQ
RHLLGPKKKKFKEEKKLKAKLKKVK
KKRRRDEELSSEESPRRHHHQTKVF
IAKFSHDAPPPGTKKKHLSIEQLNAR
RRKVWLSIVKKELPKANKQKASARN
LFLTNSRKLAHQCMKEVRRAALQA
QKNCKETLPRARRLTKEMLLYWKKY
EKVEKEHRKRAEKEALEQRKLDEE
MREAKRQQRKLNFLITQTELYAHFM
SRKRDMGHDGIQEEILRKLEDSSTQ
RQIDIGGGVVVNITQEDYDSNHFKA
QALKNAENAYHIHQARTRSFDEDAK
ESRAAALRAANKSGTGFGESYSLAN
PSIRAGEDIPQPTIFNGKLKGYQLKG
MNWLANLYEQGINGILADEMGLGK
TVQSIALLAHLAERENIWGPFLIISPA
STLNNWHQEFTRFVPKFKVLPYWG
NPHDRKVIRRFWSQKTLYTQDAPFH
VVITSYQLVVQDVKYFQRVKWQYMV
LDEAQALKSSSSVRWKILLQFQCRN
RLLLTGTPIQNTMAELWALLHFIMP
TLFDSHEEFNEWFSKDIESHAENKS
IAIDENQLSRLHMILKPFMLRRIKKD
VENELSDKIEILMYCQLTSRQKLLYQ
IALKNKISIEDLLQSSMGSTQQAQNT
TSSLMNLVMQFRKVCNHPELFERQ
ETWSPFHISLKPYHISKFIYRHGQIRV
FNHSRDRWLRVLSPFAPDYIQRSLF
HRKGINEESCFSFLRFIDISPAEMAN
LMLQGLLARWLALFLSLKASYRLHQ
LRSWGAPEGESHQRYLRNKDFLLG
VNFPLSFPNLCSCPLLKSLVFSSHCK
IAVSGYSDQVVHQRRSATSSLRRCLL
TELPSFLCVASPRVTAVPLDSYCNDR
SAEYERRVLKEGGSLAAKQCLLNGA
PELAADWLNRRSQFFPEPAGGLWSI
RPQNGWSFIRIPGKESLITDSGKLYA
LDVLLTRLKSQGHRVLIYSQMTRMI
DLLEEYMVYRKHTYMRLDGSSKISE
RRDMVADFQNRNDIFVFLLSTRAGG
LGINLTAADTVIFYDSDWNPTVDQQ
IAMDRAHRLGQTKQVTVYRLICKGTI
EERILQRAKEKSEIQRMVISGGNFKP
DTLKPKEVVSLLLDDEELEKKLRLR
QEEKRQQEETNRVKERKRKREKYAE
KKKKEDELDGKRRKEGVNLVIPFVP
SADNSNLSADGDDSFISVDSAMPSP
FSEISISSELHTGSIPLDESSSDMLVI
VDDPASSAPQSRATNSPASITGSVSD
TVNGISIQEMPAAGRGHSARSRGRP
KGSGSTAKGAGKGRSRKSTAGSAAA
MAGAKAGAAAASAAAYAAYGYNVSK
GISASSPLQTSLVRPAGLADFGPSSA
SSPLSSPLSKGNNVPGNPKNLHMTS
SLAPDSLVRKQGKGTNPSGGR




