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REVMRLNKEDMHLFGHYPAHDDFY
LVVCSACNQVVKPQVFQSHCERRH
GSMCRPSPSPVSPASNPRTSLVQVK
TKACLSGHHSASSTSKPFKTPKDNL
LTSSSKQHTVFPAKGSRDKPCVPVP
VVSLEKIPNLVKADGANVKMNSTTT
TAVSASSTSSSAVSTPPLIKPVLMSK
SVPPSPEKILNGKGILPTTIDKKHQN
GTKNSNKPYRRLSEREFDPNKHCGV
LDPETKKPCTRSLTCKTHSLSHRRA
VPGRKKQFDLLLAEHKAKSREKEVK
DKEHLLTSTREILPSQSGPAQDSLLG
SSGSSGPEPKVASPAKSRPPNSVLPR
PSSANSISSSTSSNHSGHTPEPPLPP
VGGDLASRLSSDEGEMDGADESEKL
DCQFSTHHPRPLAFCSFGSRLMGR
GYYVFDRRWDRFRFALNSMVEKHL
NSQMWKKIPPAADSPLPSPAAHITTP
VPASVLQPFSNPSAVYLPSAPISSRLT
SSYIMTSAMLSNAAFVTSPDPSALM
SHTTAFPHVAATLSIMDSTFKAPSAV
SPIPAVIPSPSHKPSKTKTSKSSKVKD
LSTRSDESPSNKKRKPQSSTSSSSSS
SSSSLQTSLSSPLSGPHKKNCVLNA
SSALNSYQAAPPYNSLSVHNSNNGV
SPLSAKLEPSGRTSLPGGPADIVRQV
GAVGGSSDSCPLSVPSLALHAGDLS
LASHNAVSSLPLSFDKSEGKKRKNS
SSSSKACKITKMPGMNSVHKKNPPS
LLAPVPDPVNSTSSRQVGKNSSLALS
QSSPSSISSPGHSRQNTNRTGRIRTL
P

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q9ULK2 IAT7L1_HUMAN |Homo |Ataxin- [20.111456 S649 NaN 30379171;29351928  MTSERSRIPCLSAAAAEGTGKKQQE |None None None |None None None None None None
sapiens 7-like GRAMATLDRKVPSPEAFLGKPWSS
protein 'WIDAAKLHCSDNVDLEEAGKEGGKS




