
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q9ULU4 ZMYD8_HUMAN Homo
sapiens

MYND-
type	zinc
finger-
containing
chromatin
reader
ZMYND8

6.326078 T504;T746;T750;T751;S771;T779;S
780;S919

S24;T404;S406;S417;S425;S432;S4
44;S460;S462;S465;S486;S490;S49
5;S514;S523;T541;S547;T563;S652;
S655;S668;S682;S707;S709;S737;T
746;S754;S756;S1119;S1141

34725712;38665916;34019948;332
14551;39302247;30379171;233014
98;22661428;39531497;32119511;3
5132862;40596516;32574038;3825
3038;35254053

MDISTRSKDPGSAERTAQKRKFPSP
PHSSNGHSPQDTSTSPIKKKKKPGLL
NSNNKEQSELRHGPFYYMKQPLTT
DPVDVVPQDGRNDFYCWVCHREGQ
VLCCELCPRVYHAKCLRLTSEPEGD
WFCPECEKITVAECIETQSKAMTML
TIEQLSYLLKFAIQKMKQPGTDAFQK
PVPLEQHPDYAEYIFHPMDLCTLEK
NAKKKMYGCTEAFLADAKWILHNCI
IYNGGNHKLTQIAKVVIKICEHEMNE
IEVCPECYLAACQKRDNWFCEPCSN
PHPLVWAKLKGFPFWPAKALRDKD
GQVDARFFGQHDRAWVPINNCYLM
SKEIPFSVKKTKSIFNSAMQEMEVYV
ENIRRKFGVFNYSPFRTPYTPNSQYQ
MLLDPTNPSAGTAKIDKQEKVKLNF
DMTASPKILMSKPVLSGGTGRRISLS
DMPRSPMSTNSSVHTGSDVEQDAE
KKATSSHFSASEESMDFLDKSTASP
ASTKTGQAGSLSGSPKPFSPQLSAPI
TTKTDKTSTTGSILNLNLDRSKAEM
DLKELSESVQQQSTPVPLISPKRQIR
SRFQLNLDKTIESCKAQLGINEISED
VYTAVEHSDSEDSEKSDSSDSEYISD
DEQKSKNEPEDTEDKEGCQMDKEP
SAVKKKPKPTNPVEIKEELKSTSPAS
EKADPGAVKDKASPEPEKDFSEKAK
PSPHPIKDKLKGKDETDSPTVHLGL
DSDSESELVIDLGEDHSGREGRKNK
KEPKEPSPKQDVVGKTPPSTTVGSH
SPPETPVLTRSSAQTSAAGATATTST
SSTVTVTAPAPAATGSPVKKQRPLLP
KETAPAVQRVVWNSSSKFQTSSQK
WHMQKMQRQQQQQQQQNQQQQP
QSSQGTRYQTRQAVKAVQQKEITQS
PSTSTITLVTSTQSSPLVTSSGSMSTL
VSSVNADLPIATASADVAADIAKYTS
KMMDAIKGTMTEIYNDLSKNTTGST
IAEIRRLRIEIEKLQWLHQQELSEMK
HNLELTMAEMRQSLEQERDRLIAEV
KKQLELEKQQAVDETKKKQWCANC
KKEAIFYCCWNTSYCDYPCQQAHWP
EHMKSCTQSATAPQQEADAEVNTE
TLNKSSQGSSSSTQSAPSETASASKE
KETSAEKSKESGSTLDLSGSRETPSS
ILLGSNQGSDHSRSNKSSWSSSDEK
RGSTRSDHNTSTSTKSLLPKESRLDT
FWD

True False 0.562 5.0 False


