}Jl;l iprotKB Entry name |organism (full name [oglcnacscore oplcnac iphosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extx:acellular
sites reticulum |apparatus| membrane region
Q9ULV3 CIZ1_HUMAN |Homo Cip1- 21.731224 NaN S209;T244;S350;S547;T567;S821;S (23301498 MFSQQQQQQLQQQQQQLQQLQQQ |None None None [None None None None None None
sapiens [interacting 838 QLQQQQLQQQQLLQLQQLLQQSPP
zinc finger QAPLPMAVSRGLPPQQPQQPLLNLQ
protein GTNSASLLNGSMLQRALLLQQLQGL

DQFAMPPATYDTAGLTMPTATLGNL
RGYGMASPGLAAPSLTPPQLATPNL
QQFFPQATRQSLLGPPPVGVPMNPS
QFNLSGRNPQKQARTSSSTTPNRKD
SSSQTMPVEDKSDPPEGSEEAAEPR
MDTPEDQDLPPCPEDIAKEKRTPAP
EPEPCEASELPAKRLRSSEEPTEKEP
PGQLQVKAQPQARMTVPKQTQTPDL
LPEALEAQVLPRFQPRVLQVQAQVQ
SQTQPRIPSTDTQVQPKLQKQAQTQ
TSPEHLVLQQKQVQPQLQQEAEPQK
QVQPQVQPQAHSQGPRQVQLQQEA
EPLKQVQPQVQPQAHSQPPRQVQLQ
LQKQVQTQTYPQVHTQAQPSVQPQE
HPPAQVSVQPPEQTHEQPHTQPQVS
LLAPEQTPVVVHVCGLEMPPDAVEA
GGGMEKTLPEPVGTQVSMEEIQNES
IACGLDVGECENRAREMPGVWGAGG
SLKVTILQSSDSRAFSTVPLTPVPRPS
DSVSSTPAATSTPSKQALQFFCYICK
IASCSSQQEFQDHMSEPQHQQRLGE
IQHMSQACLLSLLPVPRDVLETEDE
EPPPRRWCNTCQLYYMGDLIQHRRT
QDHKIAKQSLRPFCTVCNRYFKTPR
KFVEHVKSQGHKDKAKELKSLEKEI
IAGQDEDHFITVDAVGCFEGDEEEEE
DDEDEEEIEVEEELCKQVRSRDISRE
EWKGSETYSPNTAYGVDFLVPVMGY
ICRICHKFYHSNSGAQLSHCKSLGH
FENLQKYKAAKNPSPTTRPVSRRCAI
NARNALTALFTSSGRPPSQPNTQDK
TPSKVTARPSQPPLPRRSTRLKT




