UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi 1
ID name sites reticulum |apparatus|i
Q9ULWO |TPX2_HUMAN [Homo Targeting [19.006479 S542 T59;T72;S121;S125;T147;S257;S29 |34019948;33214551;23301498;403 [MSQVKSSYSYDAPSDFINFSSLDDE [True False 4.0 4.646  |False False False 1
sapiens  [protein 2;5293;S310;T338;S359;T369;5486; (07207;37217939 GDTQNIDSWFEEKANLENKLLGKN
for Xklp2 'T499;S738 GTGGLFQGKTPLRKANLQQAIVTPL

KPVDNTYYKEAEKENLVEQSIPSNA
CSSLEVEAAISRKTPAQPQRRSLRLS
IAQKDLEQKEKHHVKMKAKRCATPVI
IDEILPSKKMKVSNNKKKPEEEGSA
HQDTAEKNASSPEKAKGRHTVPCM
PPAKQKFLKSTEEQELEKSMKMQQ
EVVEMRKKNEEFKKLALAGIGQPVK
KSVSQVTKSVDFHFRTDERIKQHPK
NQEEYKEVNFTSELRKHPSSPARVT
KGCTIVKPFNLSQGKKRTFDETVSTY
VPLAQQVEDFHKRTPNRYHLRSKKD
DINLLPSKSSVTKICRDPQTPVLQTK
HRARAVTCKSTAELEAEELEKLQQY
KFKARELDPRILEGGPILPKKPPVKPP
I TEPIGFDLEIEKRIQERESKKKTEDE
HFEFHSRPCPTKILEDVVGVPEKKVL
PITVPKSPAFALKNRIRMPTKEDEEE
DEPVVIKAQPVPHYGVPFKPQIPEAR
' TVEICPFSFDSRDKERQLQKEKKIKE
LQKGEVPKFKALPLPHFDTINLPEKK
IVKNVTQIEPFCLETDRRGALKAQTW
KHQLEEELRQQKEAACFKARPNTVI
SQEPFVPKKEKKSVAEGLSGSLVQE
PFQLATEKRAKERQELEKRMAEVEA
QKAQQLEEARLQEEEQKKEELARLR
RELVHKANPIRKYQGLEIKSSDQPLT
IVPVSPKFSTRFHC




