}Jl;l iprotKB Entry name organism [full name loglcnacscore oglcnac phosphorylation |,y 1y sequence intracellular [extracellular cytosol [nucleus jmitochndrion endoplasmic|golgi [plasma jextracellu
sites  [sites reticulum |apparatus membrane [region
QOUM21 |MGT4A HUMAN [Homo _|Alpha-1,3-mannosyl- 28.771344  [T64  |sd74 420307207 [MRLRNGTVATALAFITSFLTLSWYTT |False True 1.976 |1.227 [2.459 1.316 1.436 1.43 4.269
sapiens |glycoprotein 4-beta-N- WQNGKEKLIAYQREFLALKERLRIAE
acetylglucosaminyltransferase HRISQRSSELNTIVQQFKRVGAETN
A GSKDALNKFSDNTLKLLKELTSKKS

LQVPSIYYHLPHLLKNEGSLQPAVQI
GNGRTGVSIVMGIPTVKREVKSYLIE
TLHSLIDNLYPEEKLDCVIVVFIGETD
IDYVHGVVANLEKEFSKEISSGLVEV
ISPPESYYPDLTNLKETFGDSKERVR
WRTKQNLDYCFLMMYAQEKGIYYIQ
LEDDIIVKQNYFNTIKNFALQLSSEE
WMILEFSQLGFIGKMFQAPDLTLIVE
FIFMFYKEKPIDWLLDHILWVKVCN
PEKDAKHCDRQKANLRIRFRPSLFQ
HVGLHSSLSGKIQKLTDKDYMKPLL
LKIHVNPPAEVSTSLKVYQGHTLEKT
YMGEDFFWAITPIAGDYILFKFDKPV
NVESYLFHSGNQEHPGDILLNTTVE
VLPFKSEGLEISKETKDKRLEDGYFR
IGKFENGVAEGMVDPSLNPISAFRLS
IVIQNSAVWAILNEIHIKKATN




