}Jl;l iprotKB Entry name |organism full name oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ::t‘igll:lli?x]
Q9UM54 MYO6_HUMAN |Homo Unconventional |28.282776 S146;S150;T1133;T1135|S267;T405;S604;S1025;S1155(|30379171;35138101;30620550;413 [MEDGKPVWAPHPTDGFQMGNIVDI [True True 4.604 |5.0 1.709 1.449

sapiens

myosin-VI

50704;34229054;34725712;393022
47;40596516

GPDSLTIEPLNQKGKTFLALINQVEP
AEEDSKKDVEDNCSLMYLNEATLLH
NIKVRYSKDRIYTYVANILIAVNPYFD
IPKIYSSEAIKSYQGKSLGTRPPHVFA
IADKAFRDMKVLKMSQSIIVSGESGA
GKTENTKFVLRYLTESYGTGQDIDD
RIVEANPLLEAFGNAKTVRNNNSSR
FGKFVEIHFNEKSSVVGGFVSHYLL
EKSRICVQGKEERNYHIFYRLCAGAS
EDIREKLHLSSPDNFRYLNRGCTRY
FANKETDKQILQNRKSPEYLKAGSM
KDPLLDDHGDFIRMCTAMKKIGLDD
EEKLDLFRVVAGVLHLGNIDFEEAG
STSGGCNLKNKSAQSLEYCAELLGL
DQDDLRVSLTTRVMLTTAGGTKGTV
IKVPLKVEQANNARDALAKTVYSHL
FDHVVNRVNQCFPFETSSYFIGVLDI
AGFEYFEHNSFEQFCINYCNEKLQQ
FFNERILKEEQELYQKEGLGVNEVH
YVDNQDCIDLIEAKLVGILDILDEEN
RLPQPSDQHFTSAVHQKHKDHFRL
TIPRKSKLAVHRNIRDDEGFIIRHFA
GAVCYETTQFVEKNNDALHMSLESL
ICESRDKFIRELFESSTNNNKDTKQK
AGKLSFISVGNKFKTQLNLLLDKLRS
TGASFIRCIKPNLKMTSHHFEGAQIL
SQLQCSGMVSVLDLMQGGYPSRAS
FHELYNMYKKYMPDKLARLDPRLFC
KALFKALGLNENDYKFGLTKVFFRP
GKFAEFDQIMKSDPDHLAELVKRVN
HWLTCSRWKKVQWCSLSVIKLKNKI
KYRAEACIKMQKTIRMWLCKRRHKP
RIDGLVKVGTLKKRLDKFNEVVSVL
KDGKPEMNKQIKNLEISIDTLMAKIK
STMMTQEQIQKEYDALVKSSEELLS
ALQKKKQQEEEAERLRRIQEEMEKE
RKRREEDEKRRRKEEEERRMKLEM
EAKRKQEEEERKKREDDEKRIQAEV
EAQLARQKEEESQQQAVLEQERRD
RELALRIAQSEAELISDEAQADLALR
RSLDSYPVSKNDGTRPKMTPEQMA
KEMSEFLSRGPAVLATKAAAGTKKY
DLSKWKYAELRDTINTSCDIELLAAC
REEFHRRLKVYHAWKSKNKKRNTE
TEQRAPKSVTDYDFAPFLNNSPQQN
PAAQIPARQREIEMNRQQRFFRIPFI
RPADQYKDPQSKKKGWWYAHFDGP
WIARQMELHPDKPPILLVAGKDDME
MCELNLEETGLTRKRGAEILPRQFE
EIWERCGGIQYLQNAIESRQARPTYA

TAMLQSLLK




