
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9UMF0 ICAM5_HUMAN Homo
sapiens

Intercellular
adhesion
molecule	5

26.250033 T107 T182;T184 30620550 MPGPSPGLRRALLGLWAALGLGLFG
LSAVSQEPFWADLQPRVAFVERGGS
LWLNCSTNCPRPERGGLETSLRRN
GTQRGLRWLARQLVDIREPETQPVC
FFRCARRTLQARGLIRTFQRPDRVEL
MPLPPWQPVGENFTLSCRVPGAGPR
ASLTLTLLRGAQELIRRSFAGEPPRA
RGAVLTATVLARREDHGANFSCRAE
LDLRPHGLGLFENSSAPRELRTFSLS
PDAPRLAAPRLLEVGSERPVSCTLDG
LFPASEARVYLALGDQNLSPDVTLE
GDAFVATATATASAEQEGARQLVCN
VTLGGENRETRENVTIYSFPAPLLTL
SEPSVSEGQMVTVTCAAGAQALVTL
EGVPAAVPGQPAQLQLNATENDDRR
SFFCDATLDVDGETLIKNRSAELRVL
YAPRLDDSDCPRSWTWPEGPEQTLR
CEARGNPEPSVHCARSDGGAVLALG
LLGPVTRALSGTYRCKAANDQGEAV
KDVTLTVEYAPALDSVGCPERITWLE
GTEASLSCVAHGVPPPDVICVRSGEL
GAVIEGLLRVAREHAGTYRCEATNP
RGSAAKNVAVTVEYGPRFEEPSCPS
NWTWVEGSGRLFSCEVDGKPQPSV
KCVGSGGATEGVLLPLAPPDPSPRAP
RIPRVLAPGIYVCNATNRHGSVAKTV
VVSAESPPEMDESTCPSHQTWLEGA
EASALACAARGRPSPGVRCSREGIP
WPEQQRVSREDAGTYHCVATNAHG
TDSRTVTVGVEYRPVVAELAASPPGG
VRPGGNFTLTCRAEAWPPAQISWRA
PPGALNIGLSSNNSTLSVAGAMGSH
GGEYECAATNAHGRHARRITVRVAG
PWLWVAVGGAAGGAALLAAGAGLA
FYVQSTACKKGEYNVQEAESSGEAV
CLNGAGGGAGGAAGAEGGPEAAGG
AAESPAEGEVFAIQLTSA

False True 1.678 2.531 1.429 1.042 1.069 4.737 2.734


