UniprotKB Entry name organism [full name (oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q9UMQ3 |BARX2 _HUMAN |Homo Homeobox [22.903221 S118 NaN 38253038 MHCHAELRLSSPGQLKAARRRYKTF [True False 4.125 |5.0 0.936 0.61 4.0 1.126 1.24
sapiens [protein MIDEILSKETCDYFEKLSLYSVCPSL
BarH-like IVVRPKPLHSCTGSPSLRAYPLLSVIT
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