UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
QIUMX6 |GUC1B_HUMAN Homo Guanylyl [28.275761 NaN NaN 39894887 MGQEFSWEEAEAAGEIDVAELQEW [True False 2.72 4.448  [1.722 0.843 0.844 3.816 1.015
sapiens [cyclase- YKKFVMECPSGTLFMHEFKRFFKVT
activating DDEEASQYVEGMFRAFDKNGDNTI
protein 2 DFLEYVAALNLVLRGTLEHKLKWTF

KIYDKDGNGCIDRLELLNIVEGIYQL
KKACRRELQTEQGQLLTPEEVVDRIF
LLVDENGDGQLSLNEFVEGARRDK
WVMKMLQMDMNPSSWLAQQRRK
SAMF




