UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QIUN71 PCDGG_HUMAN [Homo Protocadherin [28.275761 NaN NaN 39894887 MGSGAGELGRAERLPVLFLFLLSLF |False False 0.668 |1.289 |0.653 0.505 False 3.443 1.041

sapiens |gamma-B4 CPALCEQIRYRIPEEMPKGSVVGNLA

TDLGFSVQELPTRKLRVSSEKPYFTV
SAESGELLVSSRLDREEICGKKPACA
LEFEAVAENPLNFYHVNVEIEDIND
HTPKFTQNSFELQISESAQPGTRFIL
GSAHDADIGSNTLQNYQLSPSDHFS
LINKEKSDGSKYPEMVLKTPLDREK
QKSYHLTLTALDFGAPPLSSTAQIHV
LVTDANDNAPVFSQDVYRVSLSENV
IYPGTTVLQVTATDQDEGVNAEITFSF
SEASQITQFDLNSNTGEITVLNTLDF
EEVKEYSIVLEARDGGGMIAQCTVEV
EVIDENDNAPEVIFQSLPNLIMEDAE
LGTHIALLKVRDKDSRHNGEVTCKL
EGDVPFKILTSSRNTYKLVTDAVLDR
EQNPEYNITVTATDRGKPPLSSSSSI
TLHIGDVNDNAPVFSQSSYIVHVAE
NNPPGASISQVRASDPDLGPNGQVS
[YCIMASDLEQRELSSYVSISAESGVV
FAQRAFDHEQLRAFELTLQARDQGS
PALSANVSLRVLVDDRNDNAPRVLY
PALGPDGSALFDMVPHAAEPGYLVT
KVVAVDADSGHNAWLSYHVLQASE
PGLFSLGLRTGEVRTARALGDRDAV
RQRLLVAVRDGGQPPLSATATLHLV
FADSLQEVLPDITDRPDPSDLQAELQ
FYLVVALALISVLFLVAMILAIALRLR
RSSSPASWSCFQPGLCVKSESVVPP
NYSEGTLPYSYNLCVAHTGKTEFNF
LKCSEQLSSGQDILCGDSSGALFPLC
NSSELTSHQQAPPNTDWRFSQAQR
PGTSGSQNGDDTGTWPNNQFDTEM
LQAMILASASEAADGSSTLGGGAGT
MGLSARYGPQFTLQHVPDYRQNVYI
PGSNATLTNAAGKRDGKAPAGGNG
NKKKSGKKEKK




