UniprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acel

ID name sites sites reticulum |apparatus| membrane region

Q9UNH7 |SNX6_HUMAN [Homo Sorting [19.641368 NaN S116;S194 23301498;38665916;40914422;350 |MMEGLDDGPDFLSEEDRGLKAINV (True False 4.032 [4.015 1.3 1.387 2.268 1.813 1.231
sapiens  |nexin-6 08409;34019948;28510447 DLQSDAALQVDISDALSERDKVKFET
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'VELAELELKHAKGNLQLLQNCLAVL
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