}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
QI9UNM6 (PSD13_HUMAN Homo 26S 25.80779 NaN NaN 34725712;40914422;23301498;386 |MKDVPGFLQQSQNSGPGQPAVWHR |True False 4.312 |4.662 |1.561 1.455 0.984 1.069 14.2(
sapiens proteasome 65916 LEELYTKKLWHQLTLQVLDFVQDPC
non- FAQGDGLIKLYENFISEFEHRVNPLS
ATPase LVEIILHVVRQMTDPNVALTFLEKTR
regulatory EKVKSSDEAVILCKTAIGALKLNIGD
subunit 13

LQVTKETIEDVEEMLNNLPGVTSVH
SRFYDLSSKYYQTIGNHASYYKDALR
FLGCVDIKDLPVSEQQERAFTLGLAG
LLGEGVFNFGELLMHPVLESLRNTD
RQWLIDTLYAFNSGNVERFQTLKTA
WGQQPDLAANEAQLLRKIQLLCLME
MTFTRPANHRQLTFEEIAKSAKITVN
EVELLVMKALSVGLVKGSIDEVDKR
VHMTWVQPRVLDLQQIKGMKDRLE
FWCTDVKSMEMLVEHQAHDILT




