
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9UNN5 FAF1_HUMAN Homo
sapiens

FAS-
associated
factor	1

21.911383 S70;S80 S320;T580;S582 23301498;38665916;40914422;321
19511;34019948;28510447;293519
28

MASNMDREMILADFQACTGIENIDE
AITLLEQNNWDLVAAINGVIPQENGI
LQSEYGGETIPGPAFNPASHPASAPT
SSSSSAFRPVMPSRQIVERQPRMLD
FRVEYRDRNVDVVLEDTCTVGEIKQI
LENELQIPVSKMLLKGWKTGDVEDS
TVLKSLHLPKNNSLYVLTPDLPPPSS
SSHAGALQESLNQNFMLIITHREVQ
REYNLNFSGSSTIQEVKRNVYDLTSI
PVRHQLWEGWPTSATDDSMCLAES
GLSYPCHRLTVGRRSSPAQTREQSE
EQITDVHMVSDSDGDDFEDATEFGV
DDGEVFGMASSALRKSPMMPENAE
NEGDALLQFTAEFSSRYGDCHPVFF
IGSLEAAFQEAFYVKARDRKLLAIYL
HHDESVLTNVFCSQMLCAESIVSYL
SQNFITWAWDLTKDSNRARFLTMC
NRHFGSVVAQTIRTQKTDQFPLFLII
MGKRSSNEVLNVIQGNTTVDELMM
RLMAAMEIFTAQQQEDIKDEDEREA
RENVKREQDEAYRLSLEADRAKREA
HEREMAEQFRLEQIRKEQEEEREAI
RLSLEQALPPEPKEENAEPVSKLRIR
TPSGEFLERRFLASNKLQIVFDFVAS
KGFPWDEYKLLSTFPRRDVTQLDPN
KSLLEVKLFPQETLFLEAKE

True True 5.0 5.0 1.669 4.321 0.88 5.0 1.794


