}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
Q9UNS2  |CSN3_HUMAN Homo COP9 14.288501 NaN S407;S410;S423 (34229054;23301498;30379171;386 [MASALEQFVNSVRQLSAQGQMTQL ([True False 4.652 5.0 1.73 0.722 0.818 0.914 0.9z
sapiens  [signalosome 65916;40914422;34019948;351381 |CELINKSGELLAKNLSHLDTVLGAL
complex 01 DVQEHSLGVLAVLFVKFSMPSVPDF
subunit 3 ETLFSQVQLFISTCNGEHIRYATDTF

AGLCHQLTNALVERKQPLRGIGILKQ
AIDKMQMNTNQLTSIHADLCQLCLL
AKCFKPALPYLDVDMMDICKENGAY
DAKHFLCYYYYGGMIYTGLKNFERA
LYFYEQAITTPAMAVSHIMLESYKKY
ILVSLILLGKVQQLPKYTSQIVGRFIK
PLSNAYHELAQVYSTNNPSELRNLV
NKHSETFTRDNNMGLVKQCLSSLY
KKNIQRLTKTFLTLSLQDMASRVQL
SGPQEAEKYVLHMIEDGEIFASINQK
DGMVSFHDNPEKYNNPAMLHNIDQ
EMLKCIELDERLKAMDQEITVNPQF
VQKSMGSQEDDSGNKPSSYS




