UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol [nucleus mitochndrion en«%oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
QI9UNY4 TTF2_ HUMAN Homo Transcription |16.682301 NaN S460;S883;S908 |30379171;37217939 MEEVRCPEHGTFCFLKTGVRDGPN [None None None |None None None None None None

sapiens

termination
factor 2

KGKSFYVCRADTCSFVRATDIPVSHC
LLHEDFVVELQGLLLPQDKKEYRLF
FRCIRSKAEGKRWCGSIPWQDPDSK
EHSVSNKSQHASETFHHSSNWLRN
PFKVLDKNQEPALWKQLIKGEGEEK
KADKKQREKGDQLFDQKKEQKPEM
MEKDLSSGLVPKKKQSVVQEKKQEE
GAEIQCEAETGGTHKRDFSEIKSQQ
CQGNELTRPSASSQEKSSGKSQDVQ
RESEPLREKVTQLLPQNVHSHNSIS
KPQKGGPLNKEYTNWEAKETKAKD
GPSIQATQKSLPQGHFQERPETHSV
PAPGGPAAQAAPAAPGLSLGEGREA
IATSSDDEEEDDVVFVSSKPGSPLLF
DSTLDLETKENLQFPDRSVQRKVSP
IASGVSKKVEPSDPVARRVYLTTQLK
QKKSTLASVNIQALPDKGQKLIKQIQ
ELEEVLSGLTLSPEQGTNEKSNSQV
PQQSHFTKTTTGPPHLVPPQPLPRR
GTQPVGSLELKSACQVTAGGSSQCY
RGHTNQDHVHAVWKITSEAIGQLH
RSLESCPGETVVAEDPAGLKVPLLLH
QKQALAWLLWRESQKPQGGILADD
MGLGKTLTMIALILTQKNQEKKEEK
EKSTALTWLSKDDSCDFTSHGTLIIC
PASLIHHWKNEVEKRVNSNKLRVYL
YHGPNRDSRARVLSTYDIVITTYSLV
IAKEIPTNKQEAEIPGANLNVEGTSTP
LLRIAWARIILDEAHNVKNPRVQTSI
IAVCKLQACARWAVTGTPIQNNLLD
MYSLLKFLRCSPFDEFNLWRSQVD
NGSKKGGERLSILTKSLLLRRTKDQL
DSTGRPLVILPQRKFQLHHLKLSED
EETVYNVFFARSRSALQSYLKRHES
RGNQSGRSPNNPFSRVALEFGSEEP
RHSEAADSPRSSTVHILSQLLRLRQC
CCHLSLLKSALDPMELKGEGLVLSL
EEQLSALTLSELRDSEPSSTVSLNGT
FFKMELFEGMRESTKISSLLAELEAI
QRNSASQKSVIVSQWTNMLKVVAL
HLKKHGLTYATIDGSVNPKQRMDLV
EAFNHSRGPQVMLISLLAGGVGLNL
TGGNHLFLLDMHWNPSLEDQACDR
IYRVGQQKDVVIHRFVCEGTVEEKIL
QLQEKKKDLAKQVLSGSGESVTKLT
LADLRVLFGI




