
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q9UPN4 CP131_HUMAN Homo
sapiens

Centrosomal
protein	of
131	kDa

26.299884 T1082 S14;S35;S47;S78;S89;S105;S114;S1
46;S150;S381;T383;S453;S499;S73
1;S798;S489;S496;S489;S496

35254053;37963851 MKGTRAIGSVPERSPAGVDLSLTGLP
PPVSRRPGSAATTKPIVRSVSVVTGS
EQKRKVLEATGPGGSQAINNLRRSN
STTQVSQPRSGSPRPTEPTDFLMLF
EGSPSGKKRPASLSTAPSEKGATWN
VLDDQPRGFTLPSNARSSSALDSPA
GPRRKECTVALAPNFTANNRSNKGA
VGNCVTTMVHNRYTPSERAPPLKSS
NQTAPSLNNIIKAATCEGSESSGFGK
LPKNVSSATHSARNNTGGSTGLPRR
KEVTEEEAERFIHQVNQATVTIQRW
YRHQVQRRGAGAARLEHLLQAKRE
EQRQRSGEGTLLDLHQQKEAARRK
AREEKARQARRAAIQELQQKRALRA
QKASTAERGPPENPRETRVPGMRQP
AQELSPTPGGTAHQALKANNTGGGL
PAAGPGDRCLPTSDSSPEPQQPPED
RTQDVLAQDAAGDNLEMMAPSRGS
AKSRGPLEELLHTLQLLEKEPDVLPR
PRTHHRGRYAWASEVTTEDDASSLT
ADNLEKFGKLSAFPEPPEDGTLLSE
AKLQSIMSFLDEMEKSGQDQLDSQ
QEGWVPEAGPGPLELGSEVSTSVMR
LKLEVEEKKQAMLLLQRALAQQRDL
TARRVKETEKALSRQLQRQREHYEA
TIQRHLAFIDQLIEDKKVLSEKCEAV
VAELKQEDQRCTERVAQAQAQHEL
EIKKLKELMSATEKARREKWISEKTK
KIKEVTVRGLEPEIQKLIARHKQEVR
RLKSLHEAELLQSDERASQRCLRQA
EELREQLEREKEALGQQERERARQR
FQQHLEQEQWALQQQRQRLYSEVA
EERERLGQQAARQRAELEELRQQLE
ESSSALTRALRAEFEKGREEQERRH
QMELNTLKQQLELERQAWEAGRTR
KEEAWLLNREQELREEIRKGRDKEI
ELVIHRLEADMALAKEESEKAAESRI
KRLRDKYEAELSELEQSERKLQERC
SELKGQLGEAEGENLRLQGLVRQKE
RALEDAQAVNEQLSSERSNLAQVIR
QEFEDRLAASEEETRQAKAELATLQ
ARQQLELEEVHRRVKTALARKEEAV
SSLRTQHEAAVKRADHLEELLEQHR
RPTPSTK

True False 4.427 4.728 0.884 0.689 0.979 1.297


