
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q9UPN9 TRI33_HUMAN Homo
sapiens

E3
ubiquitin-
protein
ligase
TRIM33

12.098145 S634;T638;T639;T643;T714;S731 S803;T815;S862;T1051;T1102;S110
5;S1119

29237092;33214551;30379171;325
74038;38665916;34725712;321195
11;35254053;40914422;35132862;3
9534244;35083852;34019948;3513
8101;28510447;39531497

MAENKGGGEAESGGGGSGSAPVTA
GAAGPAAQEAEPPLTAVLVEEEEEE
GGRAGAEGGAAGPDDGGVAAASSG
SAQAASSPAASVGTGVAGGAVSTPAP
APASAPAPGPSAGPPPGPPASLLDTC
AVCQQSLQSRREAEPKLLPCLHSFC
LRCLPEPERQLSVPIPGGSNGDIQQV
GVIRCPVCRQECRQIDLVDNYFVKD
TSEAPSSSDEKSEQVCTSCEDNASA
VGFCVECGEWLCKTCIEAHQRVKFT
KDHLIRKKEDVSESVGASGQRPVFC
PVHKQEQLKLFCETCDRLTCRDCQL
LEHKEHRYQFLEEAFQNQKGAIENL
LAKLLEKKNYVHFAATQVQNRIKEV
NETNKRVEQEIKVAIFTLINEINKKG
KSLLQQLENVTKERQMKLLQQQNDI
TGLSRQVKHVMNFTNWAIASGSSTA
LLYSKRLITFQLRHILKARCDPVPAA
NGAIRFHCDPTFWAKNVVNLGNLVI
ESKPAPGYTPNVVVGQVPPGTNHIS
KTPGQINLAQLRLQHMQQQVYAQK
HQQLQQMRMQQPPAPVPTTTTTTQ
QHPRQAAPQMLQQQPPRLISVQTM
QRGNMNCGAFQAHQMRLAQNAAR
IPGIPRHSGPQYSMMQPHLQRQHS
NPGHAGPFPVVSVHNTTINPTSPTTA
TMANANRGPTSPSVTAIELIPSVTNP
ENLPSLPDIPPIQLEDAGSSSLDNLL
SRYISGSHLPPQPTSTMNPSPGPSAL
SPGSSGLSNSHTPVRPPSTSSTGSRG
SCGSSGRTAEKTSLSFKSDQVKVKQ
EPGTEDEICSFSGGVKQEKTEDGRR
SACMLSSPESSLTPPLSTNLHLESEL
DALASLENHVKIEPADMNESCKQSG
LSSLVNGKSPIRSLMHRSARIGGDG
NNKDDDPNEDWCAVCQNGGDLLC
CEKCPKVFHLTCHVPTLLSFPSGDW
ICTFCRDIGKPEVEYDCDNLQHSKK
GKTAQGLSPVDQRKCERLLLYLYCH
ELSIEFQEPVPASIPNYYKIIKKPMDL
STVKKKLQKKHSQHYQIPDDFVADV
RLIFKNCERFNEMMKVVQVYADTQ
EINLKADSEVAQAGKAVALYFEDKLT
EIYSDRTFAPLPEFEQEEDDGEVTED
SDEDFIQPRRKRLKSDERPVHIK

True False 1.773 5.0 1.668 1.253


