}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi o extl“acellular
name sites sites reticulum apparatus membrane region
QI9UPQ4  [TRI35_HUMAN Homo E3 18.379595 S258 S4;S8 30379171 |MERSPDVSPGPSRSFKEELLCAVCY (True False 3.159 |4.806 [1.149 0.809 0.527 1.029 1.066
sapiens  [ubiquitin- DPFRDAVTLRCGHNFCRGCVSRCW
protein EVQVSPTCPVCKDRASPADLRTNHT
ligase LNNLVEKLLREEAEGARWTSYRFSR
TRIM35 VCRLHRGQLSLFCLEDKELLCCSCQ

ADPRHQGHRVQPVKDTAHDFRAKC
RNMEHALREKAKAFWAMRRSYEAI
AKHNQVEAAWLEGRIRQEFDKLREF
LRVEEQAILDAMAEETRQKQLLADE
KMKQLTEETEVLAHEIERLQMEMK
EDDVSFLMKHKSRKRRLFCTMEPE
PVQPGMLIDVCKYLGSLQYRVWKK
MLASVESVPFSFDPNTAAGWLSVSD
DLTSVINHGYRVQVENPERFSSAPC
LLGSRVFSQGSHAWEVALGGLQSW
RVGVVRVRQDSGAEGHSHSCYHDT
RSGFWYVCRTQGVEGDHCVTSDPA
TSPLVLAIPRRLRVELECEEGELSFY
DAERHCHLYTFHARFGEVRPYFYLG
GARGAGPPEPLRICPLHISVKEELDG




