
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9UPW5 CBPC1_HUMAN Homo
sapiens

Cytosolic
carboxypeptidase
1

21.145749 S22
(Q9UPW5-
3);T25
(Q9UPW5-
3);T31
(Q9UPW5-
3)

S1168 28411811;30379171;38253038 MSKLKVIPEKSLTNNSRIVGLLAQLE
KINAEPSESDTARYVTSKILHLAQSQ
EKTRREMTAKGSTGMEILLSTLENT
KDLQTTLNILSILVELVSAGGGRRVS
FLVTKGGSQILLQLLMNASKESPPH
EDLMVQIHSILAKIGPKDKKFGVKAR
INGALNITLNLVKQNLQNHRLVLPC
LQLLRVYSANSVNSVSLGKNGVVEL
MFKIIGPFSKKNSSLIKVALDTLAALL
KSKTNARRAVDRGYVQVLLTIYVDW
HRHDNRHRNMLIRKGILQSLKSVTN
IKLGRKAFIDANGMKILYNTSQECLA
VRTLDPLVNTSSLIMRKCFPKNRLPL
PTIKSSFHFQLPVIPVTGPVAQLYSLP
PEVDDVVDESDDNDDIDVEAENETE
NEDDLDQNFKNDDIETDINKLKPQQ
EPGRTIEDLKMYEHLFPELVDDFQD
YDLISKEPKPFVFEGKVRGPIVVPTA
GEETSGNSGNLRKVVMKENISSKGD
EGEKKSTFMDLAKEDIKDNDRTLQQ
QPGDQNRTISSVHGLNNDIVKALDR
ITLQNIPSQTAPGFTAEMKKDCSLPL
TVLTCAKACPHMATCGNVLFEGRTV
QLGKLCCTGVETEDDEDTESNSSVE
QASVEVPDGPTLHDPDLYIEIVKNTK
SVPEYSEVAYPDYFGHIPPPFKEPILE
RPYGVQRTKIAQDIERLIHQSDIIDRV
VYDLDNPNYTIPEEGDILKFNSKFES
GNLRKVIQIRKNEYDLILNSDINSNH
YHQWFYFEVSGMRPGVAYRFNIINC
EKSNSQFNYGMQPLMYSVQEALNA
RPWWIRMGTDICYYKNHFSRSSVAA
GGQKGKSYYTITFTVNFPHKDDVCY
FAYHYPYTYSTLQMHLQKLESAHNP
QQIYFRKDVLCETLSGNSCPLVTITA
MPESNYYEHICHFRNRPYVFLSARV
HPGETNASWVMKGTLEYLMSNNPT
AQSLRESYIFKIVPMLNPDGVINGNH
RCSLSGEDLNRQWQSPSPDLHPTIY
HAKGLLQYLAAVKRLPLVYCDYHGH
SRKKNVFMYGCSIKETVWHTNDNA
TSCDVVEDTGYRTLPKILSHIAPAFC
MSSCSFVVEKSKESTARVVVWREIG
VQRSYTMESTLCGCDQGKYKGLQIG
TRELEEMGAKFCVGLLRLKRLTSPL
EYNLPSSLLDFENDLIESSCKVTSPT
TYVLDEDEPRFLEEVDYSAESNDEL
DIELAENVGDYEPSAQEEVLSDSELS
RTYLP

None None None None None None None None None


