UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
Q9UPY5 XCT_HUMAN [Homo Cystine/glutamate [37.479904 S26 S26 41018975;37867237;40596516;347 [MVRKPVVSTISKGGYLQGNVNGRLP (False True 2.416 [2.642 [2.882 2.287 1.252 5.0

sapiens transporter 25712;28411811 SLGNKEPPGQEKVQLKRKVTLLRGV

SIIIGTIIGAGIFISPKGVLQNTGSVGM
SLTIWTVCGVLSLFGALSYAELGTTIK
KSGGHYTYILEVFGPLPAFVRVWVEL
LIIRPAATAVISLAFGRYILEPFFIQCE
IPELAIKLITAVGITVVMVLNSMSVS
WSARIQIFLTFCKLTAILIIIVPGVMQL
IKGQTQNFKDAFSGRDSSITRLPLAF
YYGMYAYAGWFYLNFVTEEVENPEK
TIPLAICISMAIVTIGYVLTNVAYFTTI
NAEELLLSNAVAVTFSERLLGNFSL
IAVPIFVALSCFGSMNGGVFAVSRLFY
IVASREGHLPEILSMIHVRKHTPLPAV
IVLHPLTMIMLFSGDLDSLLNFLSFA
RWLFIGLAVAGLIYLRYKCPDMHRP
FKVPLFIPALFSFTCLFMVALSLYSD
PFSTGIGFVITLTGVPAYYLFIIWDKK
PRWFRIMSEKITRTLQIILEVVPEEDK
L




