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on 90;5594 53;31492838;40307207;30620550;3 [ECFRQSQIPPVNDFKVGMKLEARDP

midleg- 4019948;29237092;32522876;3513 |RNATSVCIATVIGITGARLRLRLDGS

like 2862;40596516;28510447;3734070 [DNRNDFWRLVDSPDIQPVGTCEKE

protein 3;35289036;30059200 GDLLQPPLGYQMNTSSWPMFLLKT

2 LNGSEMASATLFKKEPPKPPLNNFK

'VGMKLEAIDKKNPYLICPATIGDVKG
DEVHITFDGWSGAFDYWCKYDSRDI
FPAGWCRLTGDVLQPPGTSVPIVKNI
IAKTESSPSEASQHSMQSPQKTTLILP
TQQVRRSSRIKPPGPTAVPKRSSSVK
NITPRKKGPNSGKKEKPLPVICSTSA
IASLKSLTRDRGMLYKDVASGPCKIV
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QLPDHFGPGPVNVVLRRIVQACVDC
IALETKTVFGYLKPDNRGGEVITASFD
GETHSIQLPPVNSASFALRFLENFC
HSLQCDNLLSSQPFSSSRGHTHSSA
EHDKNQSAKEDVTERQSTKRSPQQT
VPYVVPLSPKLPKTKEYASEGEPLFA
GGSAIPKEENLSEDSKSSSLNSGNYL
NPACRNPMYIHTSVSQDFSRSVPGT
TSSPLVGDISPKSSPHEVKFQMQRK
SEAPSYIAVPDPSVLKQGFSKDPSTW
SVDEVIQFMKHTDPQISGPLADLFR
QHEIDGKALFLLKSDVMMKYMGLK
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