
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9VDT5 Q9VDT5_DROME Drosophila
melanogaster

Carboxypeptidase 25.496522 NaN NaN 33925313 MKTATHCAFLIIATIVAISGAKGVEGE
RPYRRSFINPYPRYQFFDDGVDPGEP
LFLTPLINNASMSKQEVQKLARVVG
SQFHGVESYSGYLTVDPGFKSNMFF
WYFPAEQEPEYAPVVLWLQGGPGAS
SLFGLFTENGPLELDGHGKLQKRNY
TWSKTHNLIYIDNPVGTGFSFTEND
AGYATNEKDVGRNLHEAVMQLYEL
FEWSNSSGFWVTGESYAGKYVPALA
YHIHKVQNAIETRVYVPLKGVAIGNG
LSDPLHQLKYGDYLYQLGLIDEHGL
QSFHDAEAKGAECIKSHDMECAFD
VFDSLINGDLTNGSLFSNLTGYNWY
YNYLKTHDDDGANLGEFLQAGATRR
AIHVGNKTFHDLDKENKVELHLKKD
IMDSVAPWIAELLAHYTVCIYSGQLD
IIVAYPLTRNYLNQLKFPGSDKYKVA
PREVWRVGKEVAGYVKHAGHLVEI
MVRNAGHMAPHDQPKWLYMMIDH
LTHYKH

None None None None None None None None None


