UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus jmitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q9VHC3 QI9VHC3_DROME |Drosophila NaN [25.496522 NaN NaN 33925313 MRTPYEESAAAADHKYQYQYTAANN |None None None [None None None None None None

melanogaster

NNNYYKNYNVNGNGQANGNGNLS
GIGNGNGIGNGNGYGIPYHARENSL
PFSYGIAKTSTPLRKTPTPTRVDSFLD
FDFGPTNTNVNSNSSSNNGGTGDM
IKPPTRLTSPLLVRKTLGNAVSPTSST
NTNTIANTYHYTSSSATPTPVRDNFE
QLLRERREKVYNEYRNLDRESSGER
IARVAPAPPQRQYYPSDGYGIGLKND
SNGTLYRKSPSSNGKSTKYNYDFEF
NLNLDDVRPEPTPYTTRNIHFEDLR
LDQDVPDGVVNRRTMERNYHTINS
LETTHKRQQLEPLEQLGAVYGQNH
MEETLTRTRRDLSASTSTSKSTSPLP
IAIGVPAIAPASPIYATSTKRVSNPNTN
GQQQMTPSPTSRPETPAFPVTPRTP
FGASSSSSASLAPTTQLPPESIYQTGP
RRGVPPALQPLEVSADSVQFARSSS
QFWYKPNLTREDAIALLASAQPGTFL
IVRDSTTYKDSYGLVVRVSQPPPGSQ
ELVRHFLIEPTKGGVHLKGCDDEPV
FTSLSALVFEHSISQLALPCLLRLPD
RDIVPPVRATTPAQQHLLAHGAATN
VLWLYSCDTESLTGNEAIRKAIRQM
YGQQPLPQPTEVHFKVSSQGITLTD
NTRKKFFRKHYKADVISHCAIDPEN
RMWTSEGESDKKTIFAFVARRSHSS
TDNQCHVFCDLSVSQPAAAIVSFAN
RTLPTEKLRNYVL




