UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular|cytosol [nucleus mitochndrion eru!oplasmlc golgi [plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

Q9VRT5 Q9VRT5_DROME |Drosophila NaN [25.496522 NaN NaN 33925313 | MASSSAWLVLLMGIGLSGALDLNLQ |None None None |None None None None None None
melanogaster NSSSKLLTVLNTSAPVQELLYHIDV

WRNEAAAVAQDNPTSSNLESVIRSE
VGGDWERGRLVLQLANQARTLELK
QAIYTALWKELQQTKQIYDPLKILEF
YDQLAVHTDVPLQLMDHIYRAFISRS
AQLLEAPFHTASRLATFPLVNSLVN
RLTFSTLDYLRDILEVLYDAVLALETP
LSVVQRLGNLTASLRQLAQANLQLL
SREELKRGNPEVQKALQSNIRNLLS
QPGFEKEVAKSLQSEIYAHLPKDEQL
LYTARKVCIRNVTEENSYIYECPQTY
LICSNARDPKKAAYFIQRGHSNDSRP
QFAFYSAFWRSRYILMEPATAIASNA
TNSITKNVYSRPNINWWRVVYGNGG
IAFYDAATENSVLCGGDPLHWDGEE
HHVYTRHASEFSAHQAECTWSLED
CSDAA




