UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

QI9VTW7 QI9VTW7_DROME |Drosophila NaN (25.496522 NaN NaN 33925313  MEDEWGSFDRLPSVPSASMDLETE |None None None |None None None None None None
melanogaster NEVVSNWSTLANFTRLVAGAAPEIV

NYTLNMIDVGVGMATDISNLSVSTT
PLPAYAISNSSSLAHTNSRHEAPPM
IAEQVPEHVMDHAPQLSRSGLLKVYV
LAVMALFSLLGNLLTIWNIYKTRISR
RNSRHTWSAIYSLMFHLSIADVLVT
WFCIIGEAAWCYTVQWLANELTCKL
VKLFQMFSLYLSTYVLVLIGVDRWIA
VKYPMKSLNMAKRCHRLLGGTYILS
LVLSLPQFFIFHVARGPFVEEFYQCV
THGFYTADWQEQMYATFTLVFTFLL
PLCILFGTYMSTFRTISSSEKMFQGS
KLANYSTAKLPTQTNRQRLIHKAKM
KSLRISVVIIIAFLICWTPYYVMMIMF
MFLNPDKRLGDDLQDAIFFFGMSN
SLVNPLIYGAFHLCPGKGGKSSGGG
GNNNAYSLNRGDSQRTPSMLTAVT
QVDGTGGSSRQMRAFRQQSYYRSSS
NGTAGPGAAPFKEQVGLLHVGPGN
GTPGGSVSSGATPQLIRKGSALLARQ
PSCLREQEHQQRLLLHEKPSTLVLS
'YDSQRGGVGVGVASGLLDNNERVSS
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